Arbitrary degenerate primers for TAIL-PCR used were same as previously described [2] . Table S2 . qPCR primers used in this study. Table S3 . Alignment of the signature sequences (L1-L4) of Cerrena sp. HYB07 laccases.
Primer Sequence
Amino acids (Ser, Glu and Phe) with proposed roles in determining the redox potential are indicated by dark dots underneath. 
The potential substrate-binding loops were named according to nomenclature of Hakulinen et al. [3] for the two β-strands flanking the respective loop. Open circles underneath indicate the residues corresponding to amino acids in contact with the substrate 2,5-xylidine in LacIIIb of T. versicolor [4] . Closed circles underneath indicate the residues corresponding to amino acids in contact with the substrate 2,5-xylidine in Lac7 as proposed by molecular docking ( Figure 1B) . 
